Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.124; data-to-parameter ratio = 14.2.
Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.043 wR(F 2 ) = 0.123 S = 1.02 2582 reflections 182 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 2; Ày þ 1; Àz þ 1; (ii) Àx þ 1; Ày þ 2; Àz þ 1.
Data collection: SMART (Bruker, 2001); cell refinement: SAINT (Bruker, 2001); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and local programs. Fig. 1 . View of the title compound (I), with displacement ellipsoids drawn at the 40% probability level. 
Figures

Refinement
Refinement on F 2 Hydrogen site location: inferred from neighbouring sites Least-squares matrix: full H-atom parameters constrained (10) 0.0741 (10) −0.0143 (7) −0.0102 (7) −0.0284 (8) C1 0.0562 (9) 0.0425 (8) 0.0532 (9) −0.0186 (7) −0.0054 (7) −0.0003 (6) C2 0.0557 (9) 0.0466 (9) 0.0535 (9) −0.0219 (7) −0.0009 (7) 0.0002 (7) C3 0.0501 (8) 0.0418 (8) 0.0572 (9) −0.0164 (7) −0.0049 (7) −0.0040 (7) C4 0.0648 (10) 0.0591 (10) 0.0486 (9) −0.0263 (8) −0.0019 (7) −0.0045 (7) C5 0.0624 (10) 0.0625 (10) 0.0538 (9) −0.0303 (8) 0.0052 (7) −0.0040 (7) C6 0.0628 (10) 0.0736 (12) 0.0730 (11) −0.0342 (9) −0.0093 (9) 0.0062 (9) 
